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<110> APPLICANT: Quinnan, Gerald V. 
Zhang, Peng Pel 

<120> TITLE OF INVENTION: Expression and Characterization of HIV-1 Envelope 
Protein Associated with a Broadly Reactive Neutralizing 
Antibody Response 

<130> FILE REFERENCE: 4 4 508-5001-US 

<140> CURRENT APPLICATION NUMBER: US 09/762, 261C 

<141> CURRENT FILING DATE: 2001-05-29 

<150> PRIOR APPLICATION NUMBER: US 60/095, .267 

<151> PRIOR FILING DATE: 1998-08-04 

<150> PRIOR APPLICATION NUMBER: PCT/US 99/ 175 96 

<151> PRIOR FILING DATE: 1999-08-04 

<160> NUMBER OF SEQ ID NOS : 23 

<170> SOFTWARE: Patentin Ver. 2.1 

<210> SEQ ID NO; 1 

<211> LENGTH: 866 ™ s ^3 a to a a [L=« 

<212> TYPE: PRT - - - - - 

<213> ORGANISM; Human immunodeficiency virus type 1 
<220> FEATURE: 

<223> OTHER INFORMATION: R2 strain envelope protein (gp 160) 
<400> SEQUENCE; 1 
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<211> LENGTH: 17 
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216 <210> SEQ ID NO: 3 

217 <211> LENGTH: 35 

218 <212> TYPE: PRT 

219 <213> ORGANISM: Human immunodeficiency virus type 1 

221 <22 0> FEATURE: 

222 <223> OTHER INFORMATION: R2 strain V3 domain 

224 <400> SEQUENCE: 3 

225 Cys Ser Arg Pro Asn Asn Asn Thr Arg Lys Ser lie Pro Met Gly Pro 

226 1" 5 .10 15 

228 Gly Arg Ala Phe Tyr Thr Thr Gly Gin He He Gly Asp He Arg Gin 

229 20 25 30 

231 Ala His Cys 

232 35 

235 <210> SEQ ID NO: 4 

236 <211> LENGTH: 35 

237 <212> TYPE: PRT 

238 <213> ORGANISM: Human immunodeficiency virus type 1 
24 0 <220> FEATURE: 

241 <223> OTHER INFORMATION: V3 domain of strain 93TH966.8 

243 <400> SEQUENCE: 4 

244 Cys Thr Arg Pro Ser Asn Asn Thr Arg Thr Ser Thr Thr He Gly Pro 

245 1 5 10 . 15 

247 Gly Gin Val Phe Tyr Arg Thr Gly Asp He Thr Gly Asn He Arg Lys 

248 20 , 25 30 
250 Ala Tyr Cys 

- ' - 251 - - - 35- - - - - 

254 <210> SEQ ID NO: 5 

255 <211> LENGTH: 13 

256 <212> TYPE: PRT 

257 <213> ORGANISM: Artificial Sequence 

259 <220> FEATURE: 

260 <223> OTHER INFORMATION: Description of Artificial Sequence: derivatives 

261 of segment of V3 domain in R2 strain 

263 <220> FEATURE: 

264 <221> NAME/KEY: VARIANT 

265 <222> LOCATION: (3).. (12) 

266 <223> OTHER INFORMATION: X any natural or non-natural amino acid. 
268 <400> SEQUENCE: 5 

W~> 269 Pro Met Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Gin 

270 1 -5 10 

273 <210> SEQ ID NO: 6 

274 <211> LENGTH: 30 

275 <212> TYPE: PRT 

27 6 <213> ORGANISM: Human immunodeficiency virus type 1 

278 <220> FEATURE: 

279 <223> OTHER INFORMATION: sequence of Phenetic 1 in V3 region 

281 <406> SEQUENCE: 6 

282 Asn Asn Thr Arg Lys Ser He His He Gly Pro Gly Arg Ala Phe Tyr 

283 1 5 • 10 15 
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285 Thr Thr Gly Asp He He Gly Asp He Arg Gin Ala His Cys 



289, <210> SEQ ID NO: 7 

290 <211> LENGTH: 30 

291 <212> TYPE: PRT 

292 <213> ORGANISM: Human immunodeficiency virus type 1 

294 <220> FEATURE: 

295 <223> OTHER INFORMATION: sequence of Phenetic 2 in V3 region 

297 <400> SEQUENCE: 7 

298 Asn Asn Thr Arg Lys Ser He Ser He Gly Pro Gly Arg Ala Phe Tyr 

299 1 5 10 15 

301 Ala Thr Gly Glu He He Gly Asp He Arg Gin Ala His Cys 

302 20 25 30 

305 <210> SEQ ID NO: 8 

306 <211> LENGTH: 30 

307 <212> TYPE: PRT 

308 <213> ORGANISM: Human immunodeficiency virus type 1 

310 <220> FEATURE: 

311 <223> OTHER INFORMATION: sequence of Phenetic 3 in V3 region 

313 <4 00> SEQUENCE: 8 

314 Asn Asn Thr Arg Lys Ser He Ser He Gly Pro Gly Arg Ala Phe Tyr 

315 15 10 15 

317 Ala Thr Gly Lys He He Gly Asp He Arg Gin Ala His Cys 

318 20 25 30 

321 <210> SEQ ID NO: 9 

322 <2il> LENGTH: 30 - — - - - 

323 <212> TYPE: PRT 

324 <213> ORGANISM: Human immunodeficiency virus type 1 
32 6 <220> FEATURE: 

327 <223> OTHER INFORMATION: sequence of Phenetic 4 in V3 region 

329 <400> SEQUENCE: 9 

330 Asn Asn Thr Arg Lys Ser He Arg He Gly Pro Gly Gin Ala Phe Tyr 

331 15 10 15 

333 Ala Thr Gly Asp He He Gly Asp He Arg Gin Ala His Cys 

334 20 25 30 

337 <210> SEQ ID NO: 10 

338 <211> LENGTH: * 30 

339 <212> TYPE: PRT 

34P <213> ORGANISM: Human immunodeficiency virus type 1 
342 <220> FEATURE: 

34 3 <223> OTHER INFORMATION: sequence of Phenetic 5 in V3 region 
345 <400> SEQUENCE: 10 

34 6 Asn Asn Thr Arg Lys Ser He His He Gly Pro Gly Arg Ala Phe Tyr 
347 1 ■ 5 10 15 

349 Ala Thr Gly Lys He. He Gly Asp He Arg Gin Ala His Cys 

350 20 25 30 

353 <210> SEQ ID NO: 11 

354 <211> LENGTH: 30 

355 <212> TYPE: PRT 
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